Unknowns

Average |TIGR/ Fold change for each comparison Annotation
Change |Affymetrix # 1 2 3 4
247.2|TC29087_s_at | 134.5 | 131.3 | 345.9 377.1 |unknown
145.975|TC27118_at 132.4 | 155.5| 135.7 160.3 | beta-A4-crystallin
145.025|TC40096_at 179.6 | 111 | 1715 118 Junknown
140.6|TC16425_s_at | 150.6 | 127.1| 152.8 131.9 |unknown
135.575|TC30002_i_at | 122.4 | 142.9 | 128.2 148.8 |uridine kinase
104.625|TC33900_at 106.4 | 106.5| 103.7 101.9 |unknown
101.35|TC27688_f_at 94 102.8 | 101.8 106.8 |unknown
97.55|TC29717_at 83.4 | 111.2| 83.2 112.4 |unknown
74.65|TC36561_at 94 56.1 89.4 59.1 [unknown
69.2|TC31664_at 18.8 | 107.9| 25.7 124.4 |unknown
67.875|TC37456_at 66.1 | 58.1 84.5 62.8 [unknown
61.6|TC16591_at 58.8 | 62.3 61 64.3 |hypothetical transmembrane protein nma
53.375|TC16275_at 11.4 9.9 100.9 91.3 |ataxia-telangiectasia group D-associated protein
45.575|TC27682_s_at | 25.8 | 35.1 51.4 70 unknown
45.1|TC34763_at 25.9 | 42.9 66.4 45.2  |unknown
43.95|TC24011_at 429 | 441 44.2 44.6 |unknown
43.95|TC24011_at 429 | 44.1 44.2 44.6 |gpi anchored protein
43.95|TC24011_at 429 | 441 44.2 44.6 |GPI anchored protein
42.65|TC31161_at 43 41.8 43.2 42.6 | IKLF; BTE-binding protein 2
41.1|TC15010_at 60.1 | 45.8 36.7 21.8 |ataxia-telangiectasia group D-associated protein
33.975[TC20950_at 5.9 8 51.4 70.6 |mCBP cap binding protein
33.65|TC41119_at 33.3 | 321 36.1 33.1 |unknown
33.15|TC16184_at 30.6 | 36.3 30.4 35.3 [NDNM1 like epididymal protien
33.075|TC15584_at 33.7 | 325 34 32.1 |unknown
32.175|TC34649_at 42.1 | 232 41.1 22.3 |unknown
32.175|TC34356_at 9.4 36.4 43.5 39.4 |unknown
32.025|TC16184 g at| 25.4 | 36.5 28.4 37.8 |NDNML1 like epididymal protien
30.55|TC40398_g_at| 59.6 | 47.4 7.4 7.8 |biliary glycoprotein
29.675|TC16278_at 13.8 12.4 49.4 43.1 |gamma-C-crystallin
28.85|TC17811_at 27.3 | 29.2 27.6 31.3 |unknown
28.7|TC23979_g_at| 32.2 | 235 34.1 25 unknown
28.425|TC27018 f at | 15.6 14.6 43.1 40.4 |gamma 4-crystallin
28.25|TC22660_at 27.7 | 30.2 26.6 28.5 |dithiolethione-inducible gene-1
28.2|TC33957_s_at 33 21.8 35.4 22.6 |unknown
27.325|TC32177_at 26.5 | 30.6 24 28.2 |unknown
27.1|TC19935_at 447 | 435 10.8 9.4 |mannose-specific lectin
25.2|TC38463_g_at| 115 | 12.3 39.9 37.1 |onzin
22.275|TC33015_at 16.5 | 18.2 24.6 29.8 |unknown
21.525|TC35166_at 25.4 18.5 23.5 18.7 |homolog to cornia
20.65|TC42144 at 19.8 | 20.2 21.1 21.5 |dithiolethione-inducible gene-1
20.3|TC33945_at 21.4 | 185 21.9 19.4 |unknown
20.225|TC37660_s_at | 23.2 | 11.7 28.3 17.7 |unknown
19.9{TC34642_at 21.2 | 16.9 23.1 18.4 |unknown
19.2|TC32760_f at 15 14 23.5 24.3 |possible ribosomal protien
17.95|TC35873_at 20.3 | 15.9 19.2 16.4 |unknown
17.9|TC19105_at 8.8 11.8 25.1 25.9 |unknown
17.25|TC22155_ at 18.8 | 15.9 18.8 15.5 |unknown protein
16.625|TC29651_at 149 | 15.8 17.4 18.4 |unknown
15.95|TC28943 at 16.5 | 14.8 17 15.5 [putative G-binding protein
15.45|TC16424_g_at 18 135 17.9 12.4  |unknown
15.4|TC40856_at 15.2 | 15.3 15.5 15.6 | p8 protein
14.6|TC20216_at 23.7 | 21.7 7.1 5.9 |neurominidase like
14|TC15482_s at| 15.2 | 11.4 16.7 12.7 |unknown
13.85|TC39184_g_at| 29.2 | 18.1 4.3 3.8  |unknown
13.675|TC27685_f_at 6.6 20.9 6 21.2  |unknown




13.525|TC33498_at 215 | 20.7 6.1 5.8 |unknown
13.35|TC38105_at 8 24.7 9.5 11.2 |alpha mannosylglycoprotein
13.325|TC16584_g_at| 14.5 14.2 12.4 12.2 |weak similarity to myeloids
13.3|TC32779_at 17 15.3 11.6 9.3 [unknown
12.925|TC32964_at 104 | 124 13.2 15.7 |unknown
12.875|TC32303_at 20.4 14.5 10.5 6.1 |possible modification methylase
12.775|TC37670_g_at | 14.8 | 12.6 12.8 10.9 |unknown
12.7|TC21363_at 124 | 14.1 11.4 12.9 |unknown
12.475|TC41632_at 11.3 | 13.7 10.8 14.1 |unknown
12.45|TC38572_at 12.1 | 104 14.2 13.1 |unknown
11.95|TC29925_at 9.1 8.5 15.6 14.6 |unknown
11.825|TC31979_at 124 | 11.6 12.1 11.2  |unknown
11.8|TC31534 _g_at| 11.1 10.3 14.9 10.9 |ribosomal binding protien type 2
11.6{TC35151_at 136 | 114 11.6 9.8 |unknown
11.375|TC16913 g_at| 12.1 9.5 13.4 10.5 |unknown
11.375|TC24736_at 17.8 | 145 7.6 5.6  [unknown
11|TC36248_f at | 11.4 8.8 13.4 10.4 |unknown
10.8[TC19085 f at | 13.2 | 14.6 7.6 7.8 [|histone H2a.1-F
10.8|TC19085 f at | 13.2 | 14.6 7.6 7.8 |histone H2a.1-F
10.775|TC38195_at 2.8 3.7 18 18.6 |unknown
10.6{TC34343_at 10 10.5 10.6 11.3 |unknown
10.35|TC22847_s at| 6.8 8.5 11.6 14.5 |aldose reductase-related
10.025|TC24627_at 8.1 8.1 12 11.9 |XIrd4
10.025|TC24728 s at | 10.2 8.9 11.2 9.8 [unknown
10|TC20688_at 9.8 7.9 12.3 10 unknown
9.775|TC21338_at 9.1 8.6 11 10.4 |unknown
9.675|TC40893 _f at 8.9 9.9 9.4 10.5 | alpha-B crystallin
9.225|TC31394_g_at| 10.6 9 9.4 7.9  |unknown
9.2|TC32975_f_at 9 15.5 4.6 7.7 Y-box binding protein
9.2|TC32975_f at 9 15.5 4.6 7.7 Y-box binding protein
9(TC40192_at 10.6 9 8.9 7.5 |hypoxia induced gene
9(TC40192_at 10.6 9 8.9 7.5 |hypoxia induced gene
8.925|TC23554_at 8.2 5.6 13 8.9 |unnamed protein
8.475|TC41695_at 9.6 7.8 8.8 7.7  |unknown
8.3|TC33743_at 11.9 8 7.2 6.1 |possible inhibitor of protein kinase
8.275|TC41574_g_at| 9.6 7.3 8.9 7.3 |unknown
8.2|TC19739 g_at| 12.6 7.1 8.4 4.7  |uknown
8.075|TC22993 s at| 7.4 7.5 8.6 8.8 [BM-019
8|TC40330_at 11.7 9.3 6.1 4.9 unknown
7.675|TC41008_f_at 6.1 9.9 5.6 9.1  |unknown
7.65|TC40087_at 7.4 6.7 8.7 7.8  |unknown
7.5|TC37331_f_at 9.5 8 6.8 5.7 |Y-box binding protein
7.325|TC37405_at 5.4 4.8 10.1 9 putative transmembrane glycoprotein
7.3|TC34256_g_at| 8.7 5.6 9.1 5.8 lysosomal membrane glycoprotein-type B
7.275|TC31084_at 5.2 9.2 5.6 9.1  |unknown
7.175|TC24326_g_at| 8.7 6.4 7.9 5.7 |possible transcription factor
7.1|TC40087_g_at 6.9 7.2 7 7.3 unknown
7.05|TC36250_f_at 8.5 6.7 7.4 5.6  [unknown
6.85|TC35947_at 8.8 5.9 7.4 5.3 |secreted modular calcium binding protein
6.825|TC41574_at 9.6 10 3.6 4.1  |unknown
6.625|TC24694_at 7.6 5.2 8.1 5.6  |unknown
6.5|TC28227_at 4.3 3.5 13.5 4.7 |BM-003
6.5|TC31974_s_at| 6.5 6.5 6.5 6.5 |hepatocyte growth factor activator inhibitor type 2
6.45|TC31130_at 6.4 6.4 6.4 6.6 [unknown
6.375|TC36262_at 10.2 3.1 9.3 2.9  |unknown
6.3|TC16584_at 6.7 6.3 6.3 5.9 |weak similarity to myeloids
6.3|TC16584_at 6.7 6.3 6.3 5.9 |weak similarity to myeloids
6.175|TC33957_ji_at 8 4.6 7.7 4.4 lunknown
6.125|TC27896_at 6.3 8.4 4.2 5.6 [NG27




5.975|TC30935_at 6.8 4.4 8 4.7  |unknown
5.95|TC16337_s_at| 7.3 6.7 5.1 4.7 |aldose reductase-related protein
5.775|TC28395_at 4.9 5.6 5.9 6.7 RNA binding protein like
5.75|TC25609_at 5.8 4.3 7.4 5.5 |unknown
5.75|TC28789_at 8.7 8.2 3.2 2.9  |unknown
5.675|TC24577_at 4.5 5.3 5.9 7 Xir4
5.675|TC39762_at 4.5 5.1 6 7.1 |unknown
5.65|TC34230_at 5.2 4.7 6.7 6 epididymal secretory protein
5.55|TC39978_at 5.6 6.5 4.7 5.4 |possible receptor factor
5.525|TC28179 s at| 3.6 3.2 8.1 7.2 |myeloid leukemia factor 1
5.5|TC26681_at 6.1 6 5 4.9 |tricarboxylate transport protein
5.475|TC36247_f at 6.4 6 4.9 4.6 |Y-box binding protein
5.425|TC37796_at 6.1 4 7 4.6 unknown
5.425|TC31284_at 6.2 4.6 6.2 4.7  |unknown
5.4|TC33802_at 5.2 3.8 7.3 5.3 unknown
5.3|TC28239 s at| 5.2 4.6 5.9 5.5 |osteoblast specific factor 2
5.3|TC32049_at 5.9 6.8 4.6 3.9 unknown
5.2|TC27683_f_at 4.8 6.7 3.9 5.4 [unknown
5.175|TC34827_at 7.7 4.4 5.5 3.1 |unknown
5.175|TC40506_at 4.4 3 7.9 5.4  |possible SH3 binding protein
5.175|TC32729_at 6 4.7 5.6 4.4 |similar to NOTCH 4
5.15|TC33763_at 3.7 9.2 4.3 3.4 |unknown
4.95|TC16913_at 5.9 4.8 5.1 4 unknown
4.95|TC20805_at 6 4.6 5.1 4.1  |unknown
4.85|TC35280_at 5.2 4.6 6.1 3.5 |unknown
4.775|TC34081_at 4.6 4.7 4.1 5.7  |unknown
4.675|TC32093_at 5.8 4.1 5.2 3.6 |unknown
4.625|TC24326_at 5.6 4.4 4.8 3.7 |possible transcription factor
4.625(TC24451 g_at| 4.7 4.3 5 4.5 unknown
4.6|TC22992_i_at 4.9 4.4 4.8 4.3 |BM-019
4.575|TC39835_at 4.3 4.5 4.7 4.8 |possible transcription factor
4.55|TC31268_at 5.1 4.1 5 4 similar to STE3 from yeast
4.55|TC38699_at 3.5 5.3 3.7 5.7  |unknown
4.525|TC23553_at 4.9 3.6 5.5 4.1  |unnamed protein
4.425|TC30437_g_at 7.1 3.6 3.9 3.1 unknown
4.4|TC41049 g_at| 5.6 5.5 3.1 3.4 |unknown
4.375|TC32487_at 5.4 3.6 5.1 3.4 |unknown
4.375|TC41312_at 3.3 4.4 5.2 4.6  |unknown
4.35|TC21222_at 4.7 5.7 3.2 3.8 |unkown
4.275|TC33899_at 2.7 5.1 3.3 6 unknown
4.2|TC18174 s at| 5.4 3.9 4.3 3.2 |uro-dD, uroporphyrinogen decarboxylase
4.175|TC40703_at 4.3 3.3 5.2 3.9 |unknown
4.175|TC15512_at 4.1 3.7 4.7 4.2 |similar to phosphoinositide binding protien
4.15|TC28712_at 4.6 4.1 4.1 3.8 |unknown
3.975|TC41250_at 51 3.8 4 3 unknown
3.95|TC41221_at 3.6 2.9 5.2 4.1  |unknown
3.925|TC41920_f at 4.2 3.8 4 3.7 |poly(A) binding protein
3.925|TC41920 f at 4.2 3.8 4 3.7 |poly(A) binding protein
3.85|TC40553_at 3.3 4.3 3.4 4.4  |oncoprotein induced protein 1
3.85|TC36758_at 4.1 3.5 4.2 3.6 [ribonuclease T2
3.8|TC41319_at 3 2.7 5.1 4.4 unknown
3.775|TC34541_at 3.1 3.6 3.9 4.5 |unknown
3.725|TC41930_at 3.4 3.8 3.6 4.1  |unknown
3.65|TC35139_at 4.4 3.5 3.9 2.8 |crystallin-related protein
3.575|TC15028_at 3.7 3.1 4.1 3.4 |unknown protien
3.525|TC23306_at 4.3 3.4 3.6 2.8  |unknown
3.45|TC24698_at 3.7 2.7 3.2 4.2  |like cIn8 protein
3.375|TC38917_at 2.8 4.1 2.7 3.9 |unknown
3.35|TC32825_at 3.9 3.2 3.5 2.8  |unknown




3.3|TC38405_at 3.5 3.8 2.6 unknown
3.3|TC26918 i_at 3 4.2 2.5 3.5 |beta-A3/A1l crystallin protein
3.275|TC19756_g_at| 3.6 2.8 3.8 2.9 actin-related protein complex 1b
3.25|TC30867_at 3.5 3.4 3.1 3 polyA binding protein
3.25|TC40308_at 2.8 2.8 3.8 3.6  |unknown
3.25|TC33397_f at 3.7 3.2 3.3 2.8 RPS18; ribosomal protein
3.225|TC21992_at 3.1 2.9 3.5 3.4 |unknown
3.15|TC39047_f at 3 3.1 3.2 3.3 [transaldolase
3.15|TC30507_g_at| 3.5 3.3 3 2.8 unknown
3.15|TC39294_at 3.3 3.2 3 3.1 |unknown
3.075|TC19084_f at 3.1 3.2 3 3 histone H2a.1-F
3.05|TC33748_at 3.4 2.7 3.4 2.7 |unknown
2.975|TC28591 g_at| 2.6 3.1 2.8 3.4 |putative copper uptake protein
2.95|TC34228 g_at| 2.9 2.8 3.1 3 like GPI anchored protein
2.95|TC33264_at 3.3 2.8 3.1 2.6 |G protein beta subunit
2.875|TC29716_g_at| 2.8 2.9 2.8 3 unknown
2.8|TC34228_at 2.8 3.1 2.5 unknown
2.8|TC35251 g_at 2.8 3 2.6 unknown
2.775|TC36904_g_at| 3.2 2.7 2.7 2.5 unknown
2.65|TC22475_at 2.7 2.5 2.7 2.7 |SIN3B
-2.7|TC30879_at -2.8 -2.7 -2.7 -2.6 |unknown
-2.725|TC29549_at -2.7 -2.8 -2.6 -2.8  |unknown
-2.725|TC39083_at -2.6 -2.8 -2.6 -2.9  |unknown
-2.8|TC29974_at -2.9 -3.1 -2.5 -2.7  |unknown
-2.825|TC17181_at -2.9 -2.6 -3.1 -2.7  |unknown
-2.85|TC32058_at -2.5 -2.9 -2.8 -3.2  |unknown
-2.85|TC14309_at -2.8 -2.5 -3.2 -2.9  |unknown
-2.9|TC24191_at -3.1 -3.2 -2.8 -2.5 |unknown
-2.925|TC39752_at -3.1 -2.8 -3.1 -2.7  |unknown
-2.95|TC34400_at -2.7 -2.8 -3.1 -3.2  |unknown
-3|TC27393_f_at -3 -2.9 -3.1 -3 possible growth factor
-3|TC37448_at -2.8 -3.3 -2.7 -3.2  |unknown
-3.1|TC38646_at -3.7 -3.3 -2.9 -2.5 |like KIAA0436
-3.125|TC27303_at -3.7 -3 -3.2 -2.6  [unknown
-3.15|TC16955_at -2.9 -3 -3.3 -3.4  |unknown
-3.15|TC36978 g_at| -2.7 -3.1 -3.2 -3.6  [unknown
-3.175|TC36175_at -3.2 -3.8 -2.6 -3.1 |unknown
-3.2|TC27024_g_at| -2.9 -3.5 -2.9 -3.5 |unknown
-3.225|TC38023_at -3.8 -2.9 -3.5 -2.7  |unknown
-3.225|TC41363_at -3.6 -3 -3.4 -2.9  |unknown
-3.275|TC16908_at -3 -3.6 -3 -3.5 |unknown
-3.275|TC32289_s_at | -3.3 -3.3 -3.2 -3.3 |abc2
-3.3|TC42135_at -3.8 -2.8 -3.8 -2.8 |unknown
-3.325|TC14511 s_at | -3.8 -3 -3.6 -2.9 P311
-3.325|TC16530_at -3.7 -3.7 -2.9 -3 unknown
-3.325|TC20398_at -3.2 -3.5 -3.2 -3.4  |unknown
-3.35|TC37102_at -3.8 -2.7 -3.9 -3 unknown
-3.375|TC22132_f at | -2.7 -4.3 -2.5 -4 unknown
-3.375|TC19584 s _at| -3.5 -3.8 -3 -3.2 |intracellular chloride channel protein
-3.4|TC34910_at -3.2 -3.3 -3.5 -3.6  [unknown
-3.425|TC40717_at -2.9 -3.8 -3.1 -3.9  |unknown
-3.45|TC33088_at -3.2 -3.4 -3.5 -3.7 |unknown
-3.45|TC39708_s_at -3 -4.4 -2.6 -3.8 |lutenizing hormone receptor protein
-3.475|TC22066_at -3.9 -2.5 -4.6 -2.9  |unknown
-3.5|TC18661_at -4.1 -2.5 -4.4 -3 unknown
-3.5|TC40923_at -3.5 -3.7 -3.3 -3.5 |unknown
-3.525|TC19671_at -4 -3.5 -3.5 -3.1 |unknown
-3.55|TC41345_at -4.1 -3.7 -3.4 -3 unknown
-3.625|TC38436_at -3.3 -3.8 -3.4 -4 unknown




-3.625|TC35148_at -3.7 -2.7 -4.7 -3.4  |unknown
-3.675|TC41169_at -2.7 -4 -3.2 -4.8 |unknown
-3.7|TC16955 g_at| -4.2 -3.5 -3.9 -3.2  |unknown
-3.7|TC23603_at -3.6 -3.4 -4 -3.8 |possible receptor protein
-3.725|TC25030_s_at | -3.8 -4 -3.5 -3.6  |unknown
-3.75|TC36286_at -2.7 -4.3 -3.1 -4.9  |unknown
-3.775|TC34446_at -5 -3.5 -3.9 -2.7 |similar to p150
-3.8|TC14717 f at | -4.4 -2.6 -5.1 -3.1 brain expressed X-linked protein 3
-3.85|TC33958_at -3.9 -3.4 -4.3 -3.8 |homology to drosophila tweety
-3.85|TC41433_at -4.7 -4 -3.5 -3.2  |like KIAAO436
-3.9|TC24143_at -3.5 -4.3 -3.4 -4.4  |similar to casein kinase
-3.9|TC39656_f at -3.7 -3.8 -4 -4.1  |low molecular weight GTP-binding protein
-3.975|TC35044_at -3.5 -3.7 -4.2 -4.5  |unknown
-4.025|TC27481_at -4.6 -4 -4 -3.5 |unknown
-4.025|TC27633_at -4.5 -4.2 -3.8 -3.6  |unknown
-4.05|TC40014_at -4.3 -3.8 -4.3 -3.8  |unknown
-4.075|TC17541_at -3.6 -4.4 -3.7 -4.6 |possible extensin
-4.075|TC40154_at -5.9 -3.6 -4.2 -2.6  [unknown
-4.1|TC18384_at -3.6 -3.8 -4.4 -4.6 |possible receptor protein
-4,125|TC35850_at -4 -5 -4.3 -3.2 |RNA metlyltransferase (guanine-7)
-4.15|TC18613_at -4.3 -3.4 -5 -3.9 |unknown
-4.15|TC38584_at -4.5 -4.2 -4.1 -3.8 |like KIAA1563
-4.2|TC37951_at -5.3 -4.6 -3.5 -3.4 |unknown
-4.25|TC29508_at -3.4 -4.9 -3.6 -5.1 |unknown
-4.275|TC31461_at -5.1 -2.9 -5.8 -3.3 |unnamed protein product
-4.3|TC29636_at -5.2 -3.3 -5.3 -3.4  |unknown
-4.35|TC25091_at -5 -3.7 -5 -3.7 |transcriptional repressor RP58
-4.375|TC24076_at -4 -4.3 -4.4 -4.8 |unknown
-4.375|TC30924_g_at| -5.4 -2.8 -6.1 -3.2  |unknown
-4.4|TC17976_at -4.9 -4.6 -4.2 -3.9 |calcium-activated potassium channel rSK2
-4.55|TC26725_at -4.7 -5.9 -3.4 -4.2  |unknown
-4.6|TC39856_at -4.7 -5 -4.2 -4.5  |unknown
-4.7|TC38604_at -6.9 -4.2 -4.8 -2.9  |unknown
-4.775|TC22817_at -4.7 -4.6 -4.9 -4.9 |154 protein
-4.85|TC23195_g_at| -4.3 -5.7 -4.2 -5.2  |unknown
-4.875|TC23893 g _at| -6.9 -2.6 -7.2 -2.8 |similar to yeast ZAP1
-4.95|TC24780_at -4.8 -4.9 -5 -5.1 |unknown
-5|TC15898 f_at -4 -5.3 -4.6 -6.1 |CDOC1 protein
-5.025|TC25947_s at| -4.5 -6.8 -3.6 -5.2  |unknown
-5.025|TC38013_at -4.9 -5.4 -4.7 -5.1 |unknown
-5.025|TC42056_at -4 -6.2 -3.9 -6 similar to human KIAA0281
-5.15|TC31917_at -6.2 -4.6 -5.6 -4.2  |unknown
-5.15|TC15616_s_at | -3.3 -5.6 -4.3 -7.4  |unknown
-5.175|TC20619_at -5.5 -5.1 -5.3 -4.8 |alpha/beta hydrolase
-5.35|TC40986_at -6.4 -5.8 -4.8 -4.4  |unknown
-5.425|TC24292_at -5.1 -5.2 -5.6 -5.8 |KIAA0778 like
-5.5|TC32823_at -4.8 -5.1 -5.8 -6.3  |unknown
-5.575|TC36755_at -5.7 -5.1 -6.1 -5.4 |membrane glycoprotein m6-b
-5.575|TC39750_at -7.8 -6.1 -4.6 -3.8  |unknown
-5.6|/TC22193_at -6.7 -5.9 -5.2 -4.6 |transcriptional repressor RP58
-5.6/TC41315_at -6.6 -5.4 -5.7 -4.7  |unknown
-5.625|TC17771_at -5.1 -5.8 -5.4 -6.2  [unknown
-5.625|TC34813_at -4.3 -7.1 -4.2 -6.9 |unknown
-5.725|TC32340_at -6.9 -4.2 -7.3 -4.5  [unknown
-5.875|TC30779_at -8 -4.7 -6.8 -4 unknown
-5.9|TC34814_at -6.1 -4.2 -6.9 -6.4  [unknown
-5.95|TC34779_at -6.2 -5.8 -6.1 -5.7  |unknown
-5.975|TC34430_at -5.7 -7.1 -4.9 -6.2  [unknown
-6|TC23291_s at| -5.2 -7 -5 -6.8 |RNA binding protein Elavl4; HuD




-6.025|TC37065_at -4.9 -7.4 -4.7 -7.1  |unknown
-6.175|TC35414_at -6.2 -6.3 -5.9 -6.3  [unknown
-6.5|TC18861_at -6.9 -7.2 -5.8 -6.1 |possible transcriptional activator
-6.5|TC30856_at -4.9 -7.4 -5.5 -8.2  |unknown
-6.525|TC20864_at -8.6 -5.9 -6.9 -4.7  |unknown
-6.525|TC35006_at -6.5 -5.8 -7.3 -6.5 |unknown
-6.575|TC31827_at -7.6 -4.4 -9.1 -5.2  |unknown
-6.6|TC40705_at -1.7 -5.2 -8 -5.5 |unknown
-6.6|TC23934_at -4.3 | -10.5 -3.6 -8 transcriptional repressor RP58
-6.825|TC15124 _at -11.2 | -3.9 -8.1 -4.1  |KIAA0882 like
-6.825|TC31126_at -7.8 -7 -6.8 -5.7 |possible extensin
-6.85|TC21730_at -7.2 -6.4 -7.3 -6.5 |unknown
-6.9|TC37911_at -6.3 -5.9 -8 -7.4  |unknown
-6.925|TC39561_at -7.5 -6.9 -6.9 -6.4  [unknown
-7.125|TC40224_at -5.1 -9.5 -4.9 -9 like KIA0O898
-7.225|TC35027_at -6.6 -7.3 -7.2 -7.8 |EV2A intergrating protein
-7.225|TC22739_at -6.6 -6.6 -7.9 -7.8 |TNF and CR2 interacting protein
-7.275|TC37388_at -6.7 -8.6 -6 -7.8 |transcriptional repressor RP58
-7.3|TC37489_s_at| -5.5 -8 -6.4 -9.3 like H5
-7.4|TC28196_at -5.4 -8.8 -6.1 -9.3 |similarity to channel proteins
-7.5|TC15800_at -125 | -6.6 -6 -4.9  |unknown
-7.55|TC26109_at -9.4 -6.8 -8.1 -5.9  |unknown
-7.6|TC35456_at -6.8 -8.6 -6.6 -8.4 |unknown
-7.675|TC15262_at -7.2 -8.8 -6.6 -8.1 |phosphodiesterase |
-7.825|TC16060_i_at | -11.3 | -3.9 -12 -4.1 G protein gamma 3 subunit
-7.95|TC37526_at -9.6 -8.7 -6.7 -6.8  |KIAA1469 like
-8.075|TC39165_g_at| -9.2 -7.2 -9 -6.9 |unknown
-8.2|TC40812_at -7.3 -9.7 -6.8 -9 similar to drosophila BIF
-8.25|TC31451_g_at| -4.7 | -11.9 -4.6 -11.8 |EV12A protein precursor
-8.65|TC28579_at -9.2 -7.3 -10.1 -8 unknown
-8.8|TC25709_at -11.3 | -6.1 -11.5 -6.3  [unknown
-8.9|TC15280_s_at | -3.3 | -15.2 -3.1 -14  Junknown
-8.95|TC21739_at -104 | -7.7 -10.4 -7.3 |homology to extensins
-9.425|TC18154_at -10.2 | -8.6 -10.2 -8.7 |unknown
-9.425|TC41081_at -10.9 | -11.5 -6.7 -8.6  [unknown
-9.575|TC39106_at -13.1 | -9.6 -9 -6.6  [unknown
-9.7|TC32823_g_at -7 -10.9 -8 -12.9 |unknown
-9.775|TC35399_at -3.1 -2.9 -17.7 -15.4 |unknown
-10.025|TC33452_at -11.9 | -10.2 -9.7 -8.3 |possible receptor protein
-10.125|TC21739_g_at| -10 -11.9 -8.5 -10.1 |homology to extensins
-10.25|TC40489_at -7.9 | -13.7 -7 -12.4 |cysteine rich protein 1
-10.45|TC33812_at -9.5 -8.3 -14.5 -9.5 |unknown
-10.5|TC19200_at -149 | -6.1 -14.9 -6.1 |possible protein kinase
-10.55|TC38692_s_at | -11.1 | -12.1 -9.1 -9.9  |unknown
-10.7|TC41838_s_at | -12.4 | -12.1 -9.3 -9 abc?2
-11.15|TC29315_at -12.5 | -10.3 | -11.9 -9.9  |unknown
-11.2|TC27630_at -16.7 | -6.8 -15.1 -6.2  |unknown
-11.3|TC19873_at -18.7 | -15.4 -7.5 -3.6  [unknown
-11.3|TC25709_g_at | -13.2 -8.9 -13.8 -9.3  |unknown
-11.425|TC24073_at -3.4 | -19.3 -3.9 -19.1 |unknown
-11.65|TC19732_at -3.9 | -16.8 -4.8 -21.1 |similar to glucoceretrosidase
-11.8|TC34937_f at | -11.5 -11 -12.5 -12.2 | beta-1,4 N-acetylgalactosaminyltransferase
-11.825|TC24486_at -11.4 | -11.2 | -12.7 -12  Junknown
-12.375|TC31283_at -18 -6.4 -18.5 -6.6  [unknown
-12.375|TC41373_at -15.6 | -15 -8.8 -10.1 |unknown
-12.575|TC38077_at -154 | -15.2 -9.6 -10.1 |unknown
-12.6|TC19301_at -186 | -7.5 -17.2 -7.1 |acupuncture induced protein 1
-13.175|TC41979_at -159 | -143 | -11.2 -11.3  |like KIAA1424
-13.2|TC20042_at -20.3 | -23.9 -3.9 -4.7 like KIAA1563 gene product




-13.5|TC31813_at -19 -9.6 -17.4 -8 like KIAAO651 protein
-14.1|1TC39973_at -14.2 | -14.2 -14 -14  Junknown
-14.625|TC20019_at -24.8 -5.5 -23.1 -5.1 |unknown
-15.2|TC19678 s _at | -23.2 | -24.2 -6.5 -6.9 |bone morphogenetic protein
-15.375|TC32348_at -23.7 -4.1 -28.7 -5 unknown
-15.85|TC18152_at -4.3 | -26.9 -4.4 -27.8 |unknown
-16.225|TC15777_at -143 | -15.2 | -17.4 -18 unknown
-16.8|TC31917_g_at| -26.6 | -11.3 | -21.1 -8.2  |unknown
-17.1|TC34340_at -229 | 128 | -21.4 -11.3 Junknown
-17.7|TC29168_at -31 -5.1 -29.9 -4.8  |unknown
-17.875|TC41228_at -233 | 174 | -171 -13.7 |unknown
-18.975|TC39390_at -23.2 | -22.8 | -13.7 -16.2 |hypothetical protein
-19.075|TC32742_at -18.8 | -189 | -19.1 -19.5 |unknown
-19.425|TC14723_at -18 | -17.4 | -21.8 -20.5 [unknown
-19.95|TC16088_at -255 | -129 | -275 -13.9 |unknown
-20.45|TC14741_at -429 | -129 | -194 -6.6  [unknown
-20.5|TC27539_at -22.2 | -225 | -19.5 -17.8 |similar to nestin
-21.65|TC21031_at -38 -9.5 -31.2 -7.9  |unknown
-21.9|TC18750_at -25.2 | -29.8 | -141 -18.5 |unknown
-22.375|TC17986_at -10.6 | -34.6 | -10.5 -33.8 |unknown
-22.4|TC30191_at -21 -199 | -24.6 -24.1  |unknown
-23.8|TC22740_s_at | -25.1 | -28.7 | -22.4 -19  Junknown
-23.925|TC28738_g_at| -29.6 | -25.6 | -22.5 -18 unknown
-24.375|TC16329_at -32 | -16.2 | -32.7 -16.6 |unknown
-24.725|TC29076_at -28.3 | -246 | -24.2 -21.8 |unknown
-25.225|TC22935_at -60.7 | -4.3 -31.7 -4.2  |unknown
-25.275|TC25572_at -3.8 -41.3 | -26.1 -29.9 |unknown
-25.85|TC36040_at -30.9 | -24.2 -25 -23.3 |unknown
-26.4|TC41036_at -13.8 | -49.3 -8.9 -33.6 | small GTP-binding protein
-27.5|TC19616_g_at| -28.5 | -32 -27.4 -22.1 |unknown
-27.7|TC17313_at -339 | -34.7 | -21.2 -21 unknown
-29.125|TC40243_g_at | -22.2 | -51.2 -5.8 -37.3 |unknown
-29.45|TC23611_at -34.1 | -32.3 -27 -24.4  |septin
-31.05|TC34012_at -7 -39.7 | -34.1 -43.4 |unknown
-31.1|TC38982_at -39.4 | -29.4 | -25.6 -30 unknown
-32.525|TC30390_s_at | -54.4 | -10.8 | -54.2 -10.7 |HMP 19
-36.575|TC39639_¢g_at| -39.3 | -37.7 | -33.6 -35.7 |unknown




