Table 1. Expression changes greater than 2 in C/n3-knockout eye as compared to wild
type control. Each c/n3-knockout sample was compared to each wild type control to
give a 4-pair-wise comparison. These functional classes are based on the protein having
a function in 1. signalling or cell growth, 2. cell structure, cell adhesion or cell surface,
3. proteolysis or inhibition of proteolysis, 4. neuronal cell development and function, 5.
lipid metabolism, 6. immune or inflammatory response, 7. energy metabolism, 8.
detoxification or stress, 9. cytoskeleton, 10. cell death, 11. vascular and blood, 12.
amino acid metabolism,

This list including the final category, 13. unknown, based on unknown function of
protein or in a small number of genes, our inability to fit the protein into the above
classes can be viewed at http://dbb.urmc.rochester.edu/labs/pearce/microarray.html






